Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.031; wR factor = 0.104; data-to-parameter ratio = 16.6.
The title compound, C 9 H 3 F 5 O 2 , crystallizes as O-HÁ Á ÁO hydrogen-bonded carboxylic acid dimers that, together with C-HÁ Á ÁF interactions and OÁ Á ÁF [2.8065 (13) and 2.9628 (13) Å ] and FÁ Á ÁF [2.6665 (11), 2.7049 (12) and 2.7314 (12) Å ] contacts, form a sheet-like structure. The sheets are stacked via short -interactions [centroid-centroid distance = 4.3198 (11) Å ]. An intramolecular C-HÁ Á ÁF interaction is also observed.
Related literature
For related structures, see: Goud et al. (1995) ; Quan & Sun, (2013) . For the biological activity of N-alkenyl amides, see: Brettle & Mosedale (1988) . For fluorinated N-alkenyl amides, see: Aguirre et al. (1998) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2008 ); cell refinement: SAINT (Bruker, 2008) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL.
Comment
N-Alkenyl amides are a rapidly emerging class of naturally occurring substances, widely distributed in higher plants, marine and microorganisms, and they exhibit an array of biological properties, including antibiotic, protein kinase inhibition an antitumor activity (Brettle & Mosedale, 1988) . In particular we are interested in the synthesis of fluorinated N-alkenyl amides from commercially available fluorocinnamic acids and aldehydes (Aguirre et al., 1998) . In our synthesis of pentafluorinated enamide, we used 2,3,4,5,6-Pentafluoro-trans-cinnamic acid as the starting material, which is commercially available and herein we report the crystal structure ( Fig. 1 ).
In the crystal structure adjacent networks are linked together via intermolecular hydrogen bond interactions ( Table 1 ).
The molecules form typical carboxylic acid dimers ( Fig. 2 ) and stack via π-π interactions. 
Experimental

Refinement
Refinement for H atoms was carried out using a riding model, with distances constrained to: 0.98 Å for methine CH.
Isotropic U parameters were fixed to U iso (H) = 1.2U eq (carrier atom) for aromatic CH.
Computing details
Data collection: APEX2 (Bruker, 2008 ); cell refinement: SAINT (Bruker, 2008) ; data reduction: SAINT (Bruker, 2008 
Figure 1
The molecular structure of the title compound with the atom numbering scheme, displacement ellipsoids are drawn at 30% probability level. H atoms are present as small spheres of arbitrary radius. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
